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Glassy-winged Sharpshooter (Homalodisca coagulata)

Xylem feeding

Spread Pierce's disease

Common in the southeastern states
(Florida - eastern Texas)

Threat California vineyards since 1990s

The glassy-winged sharpshooter can consume 10 times its
body weight in liquids per hour. The xylem sap is extremely
nutrient-pour.
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Fig. 4. Phylogenetic trees based on 16S rDNA
of symbionts and on a 650-bp fragment mito-
chondrial cytochrome oxidase |l from the corre-
sponding host insect species.
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Sequencing the primary endo-symbiots from H. coagulata

Bacteriome ( from 200 H. coagulata adults)
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Glimmer gene prediction



Table 1: General feature of the Candidatus Baumannia cicadellinicola genome

Feature Value
Chromosome, bp 686192
Plasmid, bp None
G+C ratio 33.23%
G+C ratio of protein coding region 34.28%
G+C ratio of RNA coding region 48.61%
G+C ratio of noncoding region 22.89%
Protein and RNA coding region 88.52%
CDSs 605
Insertion sequences/phage transposons 0

Ribosomal RNA operons

rRNASs 6
tRNASs 39
Small RNA genes 1
Average length of ORF, bp 982
Average pl of proteins 8.57
Pseudogenes 4

Genes with functional role assignments 89.9%




Baumannia cicadellinicola Genome Circular View



—— Xylella fastidiosa Temeculal

—— Xanthomonas axonopodis citri
Pseudomonas aeruginosa PAOI

—— Vibrio cholerae

mLPas:eureﬂa multocida
Haemophilus influenzae Rd

Baumannia cicadellinicola

Buchnera aphidicola Bp

—— Buchnera aphidicola str APS

—— Buchnera aphidicola str Sg

Blochmannia floridanus

98 Wigglesworthia glossinidia

Yersinia pestis KIM
gﬁﬂﬁwheridﬁa coli K12

100 “Salmonella typhimurium LT2

Ralstonia solanacearum




. W. glossinidia p1=9.84
B. aphidicola Bp pl=9.68
*3 aphidicola Sg pl=9.64
® B. aphidicola APS pl=9.44

.B. floridanus pI=8.85
@ B. cicadellinicola pl=8.68
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